i];.];?/}ﬁ 25 F [T

SCHOOL OF PHARMACEUTICAL SCIENCES,NANJING TECH UNIVERSITY

EREMEANREH

——————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————————

BNE, HiE, BHLESIF, 2012 ENZE LB “HIIAA" it

B Bi#H1E Briefings in Bioinformatics BJ Handling Editor, Algal Research #I

Applied Biochemistry and Biotechnology 8lE 45, #XINFH 1% HFAERGEE

ﬁ&\ BEIKARIE ., RUER ., EIEF YR IS /T 7 an X 25 ¥ it &2 S5 s BY
BFT—ERR, 25 EBEFRPNILX 20 F, EFREAFLE 50 &, 12X

E@I%ﬂ 15 %, £EEH 2 4, ‘

______________________________________________________________________________________________________________________________________________________________________________________________________

vor? F{MmﬁﬁwiﬁE%ﬂ BAIERT, Bt ol
starvation S s /

*Jrq # g /\fhi )-‘J- AAo QaRcEsss ‘ m/sz.M-” Degradation pathway analysis
% l_ I%:l % Iﬁﬂt ?I:Fa Hj] _Zz_ HX i EI j:l:EE HX I %I- ; _‘I%— BGH medhum .~y m/1534‘2.;,. \ Potential transformation products

Y A A = N ) -, {

SRR EER, BHlFRAKIR

/ o e T Y 1 AR \

Algal
» 1ntracellular
metabolites

o1 r 3 4 5 @ o 1 r 3 4 5 6 o 1 r 3 4 5 4

es  Hydrolysis or
photolysis
products

iy — S Vs i T\“ - 1L/ A ™ ™ L 3 =
1)'I,s.<z'?'zmso’£lél’b'|:/\é|ﬂﬂ Foy BRRL | e mee s BR Tf[.\__Z‘ZlU!}Z'iZkﬂlE:i i5 7K
LA LA 25 PR 0 T P A 8, / N E | RS, MR
* — | — | —) A e gl S
WAIULEZMERFEREAK, FERL |\ d - o =m | g xF }Zz7k5|:'|§|’]?n__“%a%ﬁ* EES YR
@/ — — ~—

B, RUREWR A Z ik FHY Al BE - TREER RS mREE BRT WIIROR B, SEREFIUKER, RUEER

BB —. = AN ) EBREENEYRE,

A 18 1) R

1) STH éﬁb%l_lll“ﬁ#ﬂhfnﬂ SOIFFET, & CO2 TS FRIEF K EEMESBERARBLHTEF AR T RE
2) EREARSESERS, BRAMHLBLNKEEBITHTR

3) EREARSESERS, INKETZERE = SRS R THITR

4) BEHRE, RS AmHELERATR

5) LEWRE “HIIAL" 4, BEEmaERE LR

S RKFREIRX ;

1) Xueqing Zhong, Xiangxiang Zhang, Tianyi Zhou, Guangping Lv, Quanyu Zhao*. Exploring kinetics, removal mechanism and possible transformation
products of tigecycline by Chlorella Pyrenoidosa. Science of The Total Environment, 817, 152988, 2022.

2) Quanyu Zhao*, He Huang*. Adaptive evolution improves algal strains for environmental remediation. Trends in Biotechnology, 39(2), 112-115, 2021.

3) Lujing Ren, Xiaoman Sun, Lihui Zhang, He Huang, Quanyu Zhao*. Exergy analysis for docosahexaenoic acid production by fermentation and strain
improvement by adaptive laboratory evolution for Schizochytrium sp. Bioresource Technology, 298, 122562, 2020.

4) Dengjin Li, Yizhong Yuan, Dujia Cheng, Quanyu Zhao*. Effect of light quality on growth rate, carbohydrate accumulation, fatty acid profile and lutein
biosynthesis of Chlorella sp. AE10. Bioresource Technology, 291, 121783, 2019.

5) Han Li, Quanyu Zhao*, He Huang. Current states and challenges of salt—affected soil remediation by cyanobacteria. Science of The Total Environment,
669, 258-272, 2019.

6) Dujia Cheng, Xuyang Li, Yizhong Yuan, Chengyu Yang, Tao Tang, Quanyu Zhao*, Yuhan Sun. Adaptive evolution and carbon dioxide fixation of
Chlorella sp. in simulated flue gas. Science of The Total Environment, 650, 2931-2938, 2019.

7) Xuyang Li, Yizhong Yuan, Dujia Cheng, Juan Gao, Lingzhao Kong, Quanyu Zhao*, Wei Wei, Yuhan Sun. Exploring stress tolerance mechanism of
evolved freshwater strain Chlorella sp. S30 under 30 g/L salt. Bioresource Technology, 250,495-504, 2017

8) Dujia Cheng, Dengjin Li, Yizhong Yuan, Lin Zhou, Xuyang Li, Tong Wu, Liang Wang, Quanyu Zhao*, Wei Wei, Yuhan Sun. Improving carbohydrate and
starch accumulation product of Chlorella sp. AE10 by a novel two stage process with cell dilution. Biotechnology for Biofuels, 10, 75, 2017

9) Lin Zhou, Dujia Cheng, Liang Wang, Juan Gao, Quanyu Zhao*, Wei Wei, Yuhan Sun. Comparative transcriptomic analysis reveals phenol tolerance
mechanism of evolved Chlorella strain. Bioresource Technology, 227,266-272, 2017

10) Libo Wang, Chuizhao Xue, Liang Wang, Quanyu Zhao*, Wei Wei, Yuhan Sun. Strain improvement of Chlorella sp. for phenol biodegradation by
adaptive laboratory evolution. Bioresource Technology, 205,264-268, 2016

11) Dengjin Li, Liang Wang, Quanyu Zhao*, Wei Wei, Yuhan Sun. Improving high carbon dioxide tolerance and carbon dioxide fixation capability of
Chlorella sp. by adaptive laboratory evolution. Bioresource Technology, 185,269-275, 2015

12) Shuiyan Yu, Quanyu Zhao*, Xiaoling Miao, Jiping Shi. Enhancement of lipid production in low—starch mutants Chlamydomonas reinhardtii by adaptive
laboratory evolution. Bioresource Technology, 147, 499 - 507, 2013




